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1. HBsAg = 0.00 IU/mL, HBV DNA < 10IU/mL, HBV RNA target not detected, HBcrAg < LLOD

2.  HDV RNA target not detected

NE = not enrolled. Patient 001-14 was withdrawn from treatment due to pegIFN induced DILI and not eligible for participation in the REP 301-LTF.
NA = not available — 1 year follow results are not yet available for these patients.

HBV DNA and HDV RNA, the dotted line for target not detected is indicated in black.
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